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Abstract— To distinguish the disease and medication opposition of Mycobacterium tuberculosis (MTB)
in Chongqing and give a logical premise to the counteractive action and treatment of tuberculosis. DNA
was  gathered  from all  new presumed patients  in  Chongqing from January  2014 to  September  2017,
Genechip  innovation  was  utilized  to  recognize  Mtb  strain.  Genechip  innovation  recognizes
transformations in the ropB quality (related with protection from rifampicin) at locus 511, locus 513, locus
516 locus 526, locus 531 or locus 533. Genechip innovation was likewise used to distinguish changes in
the KatG quality and inhA quality. Genechip uncovered that the Mtb tainted male represented 73.98% and
female  represented 26.12%. The all-out  medication obstruction rate  of  rifampicin and isoniazid were
11.2%  (122/110771).  Genechip  uncovered  that  ropB  quality  of  72  strains  were  change.  The  most
astounding transformation site was 531 (TCG) locus (37.5%, 27/72). The general population with katG
and inhA quality  change  were  50 patients.  The most  widely  recognized  transformation site  was  315
(AGC) locus. The pit, history of treatment, and sporadic prescription were the hazard factor of medication
safe  Mtb.  Our  report  showed the  contaminated  proportion  and  the  medication  safe  kinds  of  Mtb  in
Chongqing region. We ought to reinforce wellbeing the board and give psychosocial support, so as to
lessen the danger of medication safe Mtb.
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1. Introduction
Malignant growth-related retinopathy (CAR) is a difficult  clinical substance with frequently postponed
analysis  and  troublesome  visualization.  The  condition  happens  in  patients  with  commonly  realized
fundamental danger however can go before disease conclusion. The clinical phenotype is  differed, yet
ordinarily  incorporates  optic  nerve  paleness,  retinal  vascular  constriction  and  visual  field  misfortune
without evident fringe retinal irregularities. Finding is regularly affirmed by serologic testing for hostile to
retinal  antibodies.  Various  treatment  alternatives  incorporating  foundational  safe  concealment  with
intravenous corticosteroids, intravenous immunoglobulins (IV Ig), and plasmapheresis have been utilized
with blended outcomes. Indeed, even with treatment of the foundational danger,  the forecast  normally
includes  compounding  visual  field  misfortune.  Episodic  reports  of  intravitreal  (intraocular)  steroid
infusions have had the option to exhibit dependability of visual field misfortune. This case report subtleties
the course of a patient with serologically affirmed malignant growth-related retinopathy who demonstrated
starting improvement and later adjustment of visual keenness, optic nerve structure and capacity after a
solitary intravitreal steroid infusion in one eye. 

2. Materials and Methods 
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2.1 Research populace 
From January 2014 to September 2017, the sputum, pee, pleural radiation, cerebrospinal liquid, and cut
liquid examples were gathered from 6557 presumed TB patients (18-75 years)  in  The First  Affiliated
Hospital  of  Chongqing  Medical  University.  Every  one  of  the  patients  were  negative  for  hepatitis  B
infection, hepatitis C infection, human immunodeficiency infection (HIV), combined tumor and different
indications  of  liver  harm.  This  investigation  was  endorsed  by  the  Institutional  Review  Board  (IRB)
advisory group of The First Affiliated Hospital of Chongqing Medical University. Composed assent given
by the patients was deferred by the favoring IRB. 

2.2 Detection by DNA microarray chip 
This investigation depended on the planning of oligonucleotide tests which can explicitly distinguish the
particular quality site of Mtb, and the transformations on the advertiser of rpoB, KatG and inhA. Quickly,
the DNA microarray chip system (20) was utilized to test changes in the rpoB quality at the 511, 513, 526,
531 and 533 codons. Normal change destinations to give a sign of RFP obstruction. For INH obstruction,
the katG315 and inhA-15 transformation destinations were surveyed. The Mtb populace location pack and
GeeDom Mtb tranquilize discovery units (CapitalBio Corporation, Beijing, China) were worked by the
guidance of manufactory. The nucleic corrosive was removed and PCR intensification. When joined with a
hybridization  cushion  (CapitalBio  Corporation),  the  items  were  put  in  a  BioMixer  chip  hybridization
instrument (CapitalBio Corporation) for hybridization. At that point items were placed in a slidewasher 8
chip cleaning instrument (CapitalBio Corporation) for washing and drying.Finally, the chip was set in chip
recognizable proof framework (CapitalBio Corporation) for examining and understanding (LuxScanTM
10K/B programming, CapitalBio Corporation). 

2.3 Statistical examination 
Mann-Whitney U trial of SSPS12.0 (SPSS, Inc., Chicago, IL, USA) were utilized to survey the distinction
between  various  gatherings.  A  two-followed  P<0.05  was  considered  measurably  noteworthy.  The
dispersion of the examination factors was determined utilizing implies with standard deviations for typical
constant factors or utilizing middle with quartile go for skewness factors, and frequencies and percent for
clear cut factors. For persistent variable correlations, Student's t tests were utilized when equity of changes
was fulfilled, generally Satterthwaite-tests were directed. We evaluated impact of each "hazard" factor for
TB utilizing paired calculated relapse. Stepwise calculated relapse was performed in this investigation. 

3. Results 

3.1 Mtb positive patients and positive sorts appropriation 
We distinguished 6557 examples from 2014 to 2017 utilizing Mtb strain ID quality chip and the Mtb
positive proportion was 16.89%. The positive proportion in 2014-2017 was 27.14%, 21.13%, 14.46% and
12.67%, individually (Table 1). 

Year Total samples Positive samples Positive (%)

2014 943 256 27.14

2015 1203 254 21.13

2016 2123 307 14.46
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2017 2288 290 12.67

2014-2017 6557 1107 16.89

Table 1: The positive sample in the 6557 patients of Chongqing

The sputum, pee, pleural radiation, cerebrospinal liquid and cut liquid were incorporate into the example
types, which represented 22.9%, 6.5%, 17.5%, 15.8% and 37.3%, separately (Table 2).

Sample type Sputum Urine Pleural Effusion Cerebrospinal Fluid Puncture Fluid

Sample No. 254 72 194 175 412

Positive (%) 22.9 6.5 17.5 15.8 37.3

Table 2: The sample type distribution in 1107 Mtb positive patient

3.2 The circulation of Mtb tainted and sedate safe patient 
We at that point recognized the delicate circumstance of REF and INH in the 1107 Mtb positive examples,
utilizing the medication touchy ID quality chip. The Table 3 showed that contaminated male represented
73.98% (819/1107),  and  female  represented 26.12% (P<0.05).  Under  20  years  gathering,  20-39 years
gathering, 40-60 years gathering and >60 years gathering represented 3.52% (39/1107, 18.33% (203/1107),
32.61% (361/1107), 45.52% (504/1107), individually. Hence, the Mtb contaminated proportion expanded
by age. The general proportion of INH-safe and RFP-safe was 11.02 % (122/1107). The INH-safe and
RFP-safe proportion were 5.32% (59/1107) and 3.41% (38/1107),  separately. Both INH and RFP safe
proportion was 2.25 % (25/1107). As indicated by the age gathering, the medication safe proportion of the
>60 years gathering was the most elevated, representing 4.24% (47/1107). 

Drug sensitive type Gender Age groups (years)

Male Female <20 20-39 40-60 >60

Both sensitive 744 241 36 176 316 457

Resistant-REF 27 11 1 7 16 14

Resistant-INH 33 26 1 13 21 24

Both resistant 15 10 1 7 8 9

Total 819 288 39 203 361 504

Table 3: The drug sensitive types in 1107 Mtb positive patient

3.3 The transformation site of ropB, katG and inhA quality 
The Table 4 demonstrated the general population with ropB quality transformation were 72 patients. Of
these, the patients with single change were 68, twofold transformations were 3 patients, and triple changes
were 2 patients. The most elevated transformation site was 531 (TCG) locus (37.5%, 27/72). The general
population with katG and inhA quality  transformation were 50 patients.  Of these,  the katG and inhA
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quality transformation proportion were 44.0% (22/50) and 42% (21/50), individually. Then, both catch and
breathe in quality transformation proportion was 14% (7/50). The most widely recognized transformation
site was 315 (AGC) locus. 

3.4 The hazard factor examination of medication safe Mtb 
The Table 5 exhibited the age, conjugal status, pit, history of treatment, and standard prescription were
factually  unique  between  medication  safe  and  control  gathering  (tranquilize  affectability)  (P<0.05).
Something else, instructive level and occupation have no distinction between medication safe and control
gathering (tranquilize affectability) (P>0.05). 

4. Discussion 
The spread of Mtb truly influenced the general population on the planet. Additionally, the medication safe
Mtb and its co-contamination with HIV have truly influenced TB avoidance and treatment [11]. Innately,
this has implied disintegration in the control of scourges. 

RFP and INH are principally first-line hostile to TB drugs. In any case, the viability of the medications has
been extraordinarily influenced by the expansion in medication opposition.  A past  report  has likewise
proposed that in TB clinical strains show elevated amounts of RFP (13.3%), INH (24.6%), and multi-
medicate (10.5%) opposition [5]. 

A large portion of RFP obstruction related quality changes situated in the rpoB quality. The changes on the
531 Ser, 526 His and 516 Asp codons represented 85% of the strains impervious to drugs. INH is another
first-line against TB medicate that is utilized together with RFP. Most INH obstruction identified with
quality change were distinguished in the katG315 and inhA-15 transformations [11]. The essential change
instrument of INH-opposition in the MTB katG quality explored was 315 AGC→ACC, Ser→Thr (S315T).

We identified the suspected Mtb patients in Chongqing utilizing quality chip strategy and the positive
proportion was 16.89 %. The general proportion of INH-safe and RFP-safe was 11.02 %, which was under
13.49% in the report of Pang Y et al. [13]. The reason may be that we selected new patients not retreatment
patients. The Mtb contaminated male represented 73.98% and female represented 26.12%. The most Mtb
tainted individuals were men and the proportion of contaminated men/ladies was 2.5. The information
demonstrated no distinction with the  report  of  Pang Y et  al.  [13].  Our  report  exhibited the historical
backdrop of treatment was the hazard factor of the medication safe, which comprised with the report of the
report of Lomtadze N et al. [14]. Additionally, sporadic drug was another hazard factor, which comprised
with the report of the report of DIANDÉ S et al.  [15]. The unpredictable prescription caused sickness
backslide  and  medicate  safe  Mtb  turned  into  the  predominant  microscopic  organisms.  The  hole  was
additionally another hazard factor in our report, which in agreement with the investigation of Ahmad AM
et al. [16]. There were heaps of medication safe Mtb in the cavity, so the Mtb may spread effectively. 

Our report showed the tainted proportion and the medication safe sorts of Mtb in Chongqing region. The
hazard elements related with medication safe are mind boggling; we ought to fortify early discovery, quick
conclusion,  and institutionalize treatment,  so as  to ensure  that  the  patients take the full  course  of  the
treatment to diminish the danger of medication safe sorts of Mtb. 
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